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72 <151> PRIOR FILING DATE 

74 <150> PRIOR APPLICATION 

75 <151> PRIOR FILING DATE 
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10974 


<210> SEQ ID NO 


: 114 
















u 


/ ^ 




10975 


<211> LENGTH: 1106 


















y \ 






10976 


<212> TYPE: 


PRT 




















/ 






10977 


<213> ORGANISM: 


Corynebacteriura 


glutamicum 


A 


fi 








10979 


<400> SEQUENCE: 


114 














\ 


/ v 








10980 


Met 


Phe 


Ala 


Pro 


Pro 


Glu 


Gly 


Asp 


Asp 


Thr 


Asp 


Glu 


Val 


Arg 


Arg 


Thr 


10981 


1 








5 










10 










15 




10983 


Tyr 


Leu 


Arg 


His 


Leu 


Gly 


Ala 


Leu 


Arg 


Ala 


Lys 


Ala 


Thr 


Asp 


His 


Ala 


10984 








20 










25 










30 






10986 


Ala 


Met 


Gin 


Arg 


Arg 


His 


Glu 


Trp 


His 


Arg 


His 


Pro 


Asp 


Pro 


Ala 


Thr 


10987 






35 










40 










45 








10989 


Leu 


Trp 


Ser 


Thr 


Leu 


Gly 


Thr 


Arg 


Arg 


Met 


Trp 


Glu 


Arg 


Thr 


Gin 


Asp 


10990 




50 










55 










60 










10992 


Asp 


Gin 


Asp 


Cys 


Leu 


Glu 


He 


Arg 


Phe 


Gly 


Leu 


Gly 


Val 


Thr 


Arg 


Leu 


10993 


65 










70 










75 










80 


10995 


Asp 


Pro 


Ala 


He 


Asn 


Val 


Ser 


Asp 


Ser 


Gly 


Ala 


Pro 


Glu 


Asp 


Leu 


Asp 


10996 










85 










90 










95 




10998 


Pro 


Val 


Cys 


Ala 


Val 


Ser 


Leu 


Arg 


His 


Thr 


He 


.Arg 


Asp 


Val 


Gly 


Ser 


10999 








100 










105 










110 






11001 


Val 


Gin 


Ser 


Met 


Pro 


Val 


Ser 


Val 


Gin 


Leu 


Gin 


Ala 


Phe 


Arg 


Phe 


He 


11002 






115 










120 










125 








11004 


Gly 


Leu 


Asn 


Gly 


Ala 


Gly 


Ala 


His 


Asp 


Leu 


Ala 


Arg 


Ala 


Leu 


Val 


Val 


11005 




130 










135 










140 










11007 


Gin 


Leu 


Leu 


Tyr 


His 


His 


Gly 


Pro 


Glu 


Val 


Val 


Gly 


He 


Lys 


Ala 


He 


11008 


145 










150 










155 










160 


11010 


Gly 


Glu 


Ser 


Gly 


Trp 


Glu 


Trp 


Leu 


Lys 


Trp 


Val 


Pro 


His 


Thr 


Arg 


Asp 


11011 










165 










170 










175 




11013 


Pro 


Glu 


Lys 


Ala 


Ala 


Phe 


Arg 


He 


Leu 


Leu 


Val 


Asp 


Ser 


Val 


Leu 


Thr 


11014 








180 










185 










190 






11016 


Asn 


Gly 


Thr 


Glu 


Ser 


Phe 


He 


Asp 


Asp 


Pro 


Gin 


Trp 


Thr 


Thr 


lie 


He 


11017 






195 










200 










205 








11019 


Asn 


Val 


Gly 


Ala 


Gin 


Thr 


Ser 


Thr 


Ala 


Leu 


Gly 


Gin 


Leu 


Ala 


Glu 


Asp 


11020 




210 










215 










220 










11022 


Glu 


Gly 


Leu 


Leu 


Leu 


His 


Val 


Asp 


Lys 


Arg 


Leu 


His 


Val 


Ala 


Thr 


Ala 


11023 


225 










230 










235 










240 


11025 


His 


Gly 


Ala 


Glu 


Glu 


Leu 


Gly 


Thr 


Pro 


Asp 


Ala 


Val 


Ser 


Ala 


Glu 


Leu 


11026 










245 










250 










255 





file://C:\Crf3\Outhold\VsrI603 1 24A.htm 



2/16/01 




Page 3 of 15 



«} 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/60 3 , 124A 



DATE: 02/16/2001 
TIME: 08:35:29 



Input Set : N:\jumbos\seqlistcorrected.txt 
Output Set: N:\CRF3\02162001\I603124A.raw 



11028 Ala Glu Val Phe Gly Arg Arg Leu Thr Ala Phe Arg Arg Thr Thr Thr 

11029 260 265 270 

11031 Ala His Ala Ala Ser Ser Gly Glu Leu Leu Ser Leu Leu Gly lie Asp 

11032 275 * -280 285 

11034 Asp Val Glu His Leu Thr Pro Glu Thr Leu Trp Met Asn Lys Arg Thr 

11035 290 295 300 

11037 Gin Pro Lys Thr Arg Leu Ala Val Pro Leu Gly Leu Asn Ala Ser Gly 

11038 305 310 315 320 

11040 Arg Pro Met Val Leu Asp Leu Lys Glu Ser Ala His Gly Gly Met Gly 

11041 325 330 335 
1104 3 Pro His Gly Leu Cys He Gly Ala Thr Gly Ser Gly Lys Ser Glu Leu 
11044 340 345 350 

1104 6 Leu Arg Thr Leu Val Leu Gly Leu Thr He Thr His Ser Pro Glu Glu 
11047 355 360 365 

1104 9 Leu Asn Leu Val Leu Val Asp Phe Lys Gly Gly Ala Thr Phe Leu Gly 
11050 370 375 " 380 

11052 Phe Glu Gin Leu Pro His Thr Ser Ala Val He Thr Asn Leu Glu Glu 

11053 385 390 395 400 

11055 Glu Pro Val Leu Val Glu Arg Met His Asp Ala He Ser Gly Glu Met 

11056 405 410 415 

11058 Asn Arg Arg Gin Glu Ala Leu Arg Gin Ala Gly Gly Cys Ala Asn Val 

11059 420 425 430 

11061 Asp Glu Tyr Asn Gin Arg Asp Gly Val Lys Pro Met Pro Ala Leu Leu 

11062 435 440 445 

11064 He Glu Ser Asp Glu Phe Ser Glu Leu Leu Gly Gin His Pro Asp Phe 

11065 450 455 460 

11067 Ala Asp Leu Phe Val Ala Val Gly Arg Leu Gly Arg Ser Leu His He 

11068 465 470 475 480 

11070 His Leu Leu Leu Ala Ser Gin Arg Leu Glu Glu Gly Arg Leu Arg Gly 

11071 485 490 495 

1107 3 Leu Asp Ser His Leu Ser Tyr Arg He Gly Leu Lys Thr Phe Ser Ala 
11074 500 505 510 

11076 Ser Glu Ser Arg Gin Val Leu Gly He Thr Asp Ala Tyr Gin Leu Pro 

11077 515 520 525 

11079 Ser Gin Pro Gly Ala Gly Phe Leu Lys Ser Asp Val Asp Thr Val Thr 

11080 530 535 540 

11082 Arg Phe Gin Ala Ser Tyr Val Ser Gly Pro He Met Arg Arg His His 

11083 545 550 555 560 

1108 5 Leu Ala Pro Thr Gin Ser Arg Val Arg Leu Phe Thr Ser Trp Glu Glu 
11086 565 570 575 

11088 Pro Lys Glu Glu Val He Val Glu Gin Ser Thr Glu Thr Leu He Asp 

11089 580 585 590 

11091 Ala Val Val Ala Arg Ala He Ser Ala Ala Lys Leu Arg Gly Leu Ser 

11092 595 600 605 

11094 Ala His Arg He Trp Leu Pro Pro Leu Pro Ala Glu Val Ser He' Gly 

11095 610 615 620 

11097 Ala Leu Ala Asp Asp Val Gly Glu Leu Ser Ala Val He Gly Met He 

11098 625 630 635 640 
11100 Asp Arg Pro Tyr Gin Gin Arg Gin Asp Pro Leu Leu lie Asp Phe Ser 
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11101 










64 5 










650 










655 






I11U J 


Leu 


Thr 


Gly 


Gly 


Ser 


Gly 


His 


Trp 


Ala 


He 


Cys 


Gly 


Gly 


Pro 


Gin 


Thr 




111U4 








C C C\ 

D u U 










665 










670 








i i i a a 
1 1 1 U o 


Gly 


Lys 


Ser 


Thr 


Ala 


Leu 


Arg 


Ser 


He 


Val 


He 


Ser 


Met 


Ala 


Ala 


Thr 




i 'i n A h 






ez n tr 










680 










685 










1 1 T A O 


His 


Ser 


Thr 


GlU 


Asn 


lie 


Arg 


Phe 


Tyr 


Val 


Leu 


Asp 


Leu 


Ser 


Gly 


Thr 




1 1 1 1 A 
llllU 




C A A 

by u 










695 










700 












1 T 1 1 O 
1111/ 


*Ser 


Leu 


Glu 


Asn 


Leu 


Ser 


Arg 


Leu 


Pro 


His 


Val 


Ala 


Gly 


Val 


Ala 


Gly 




11113 


*7 A tr 










710 










715 










720 




1 1 1 1 c 

llllD 


Arg 


Lys 


Asp 


Pro 


Glu 


Lys 


Val 


Arg 


Arg 


Val 


Val 


Asp 


Glu 


Val 


Arg 


Gly 




11116 










725 










730 










735 






11118 


Leu 


He 


Asn 


His 


Pro 


Glu 


Gin 


Arg 


His 


Thr 


Phe 


Leu 


He 


Val 


Asp 


Gly 




11119 








74 0 










745 










750 








11121 


Trp 


His 


Thr 


He 


Thr 


Gin 


Glu 


Phe 


Asp 


Glu 


Leu 


Phe 


Asp 


Ala 


Phe 


Val 




11122 






755 










760 










765 










11124 


Asp 


He 


Ala 


Ala 


Asn 


Gly 


Leu 


Ala 


Ser 


Arg 


Val 


His 


Leu 


Val 


Leu 


Ser 




1112 5 




770 










775 










780 












11127 


Thr 


Gin 


Arg 


Trp 


Ser 


Ser 


He 


Arg 


Pro 


Ala 


Val 


Arg 


Asp 


Leu 


Val 


Thr 




11128 


785 










790 










795 










800 




1 1 1 O A 

1113 U 


Gly 


Arg 


He 


Glu 


Leu 


Lys 


Leu 


Gly 


Glu 


Ala 


Met 


Asp 


Ser 


Val 


He 


Asp 




11131 










805 










810 










815 






1113 3 


Arg 


Lys 


Ala 


Gin 


Leu 


Arg 


He 


Pro 


Ser 


Lys 


Pro 


Gly 


Arg 


Gly 


Leu 


Asn 




11134 








820 










825 










830 








1113 6 


Leu 


Asp 


Lys 


Glu 


His 


He 


Leu 


He 


Ala 


His 


Ala 


Ser 


Gly 


Gin 


Asp 


He 




11137 






835 










840 










845 










1113 9 


Ala 


Gin 


Val 


Cys 


Val 


Met 


Ala 


Asp 


Gly 


Gin 


Gly 


Trp 


Gin 


Gin 


Val 


Pro 




11140 




8 50 










855 










860 












1114 2 


Gin 


Leu 


Ser 


Val 


Leu 


Pro 


Ala 


His 


He 


Leu 


Leu 


His 


Glu 


Leu 


Glu 


Leu 




1114 3 


865 










870 










875 










880 




1114 5 


Ser 


Ala 


Thr 


Pro 


Gly 


He 


Pro 


He 


Ala 


Arg 


Gly 


Gly 


Ala 


Glu 


Leu 


Ser 




1114 6 










885 










890 










895 






1 1 1 A O 

1114 o 


Thr 


Leu 


Thr 


Trp 


Asp 


Pro 


Glu 


Ser 


Ser 


Arg 


His 


Leu 


Leu 


Ala 


Phe 


Gly 




1114 9 








900 










905 










910 








11151 


Ser 


Gin 


Gly 


Cys 


Gly 


Lys 


Ser 


Ser 


Leu 


He 


Arg 


Thr 


He 


Val 


Thr 


Gly 




11152 






915 










920 










925 










11154 


Leu 


Thr 


He 


Val 


Gly 


Arg 


Glu 


Lys 


Ala 


Arg 


Leu 


Val 


Phe 


Phe 


Asp 


Leu 




11155 




930 










935 










940 












11157 


Arg 


Arg 


Thr 


His 


Leu 


Gly 


Leu 


Val 


Pro 


Glu 


Asp 


Met 


Leu 


Ala 


Ala 


Tyr 




11158 


945 










950 










955 










960 




11160 


Cys 


Ala 


Thr 


Ser 


Thr 


Ala 


Val 


His 


Asn 


Thr 


He 


Lys 


Asp 


Met 


Val 


Ala 




11161 










965 










970 










975 






11163 


Thr 


Leu 


Ser 


Ala 


Arg 


Leu 


Pro 


Gly 


Pro 


Asp 


He 


Thr 


Ala 


Gin 


Glu 


Leu 




11164 








980 










985 










990 








11166 


Arg 


Asp 


Arg 


Ser 


Trp 


Trp 


Gin 


Gly 


Pro 


Asp 


He 


Tyr 


Leu 


Val 


He 


Asp 


E--> 


11167 






995 










1000 








£1005 — 








11169 


Asp 


Tyr 


Asp 


Leu 


Leu 


Pro 


Ala 


Gly 


Thr 


Leu 


His 


Pro 


Leu 


Arg 


Glu 


He 


E--> 


11170 




1010 






^1015 








<?-1020 










11172 


He 


Pro 


His 


Ala 


Arg 


Asp 


Val 


Gly 


Leu 


His 


He 


Val 


Leu 


Thr 


Arg 


Lys 


E--> 


11173 


1025 






£1030 








<^-1035 
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1117 5 


Ala 


Gly 


Gly 


Ala 


Ser 


Arg 


Ala 


Leu 


Tyr 


Asp 


Pro 


Val 


Met 


Ser 


Glu 


He 


E- - > 


11176 










1045 








£1050 








& 1055 




11178 


Lys 


Asp 


Gin 


Ser 


Pro 


His 


Val 


Val 


Leu 


Phe 


Asp 


Ala 


Asp 


Arg 


Asp 


Glu 


E- - > 


11179 








1060 








^1065 








£-1070 






1 1 1 8 1 


Gly 


Ala 


He 


Leu 


Gly 


He 


Lys 


Pro 


Thr 


Ala 


Gin 


Pro 


Pro 


Gly 


Arg 


Ala 


E- - > 


11182 






1075 








£.1080 








& 1085 








11184 


Thr 


Met 


Ser 


He 


Arg 


Gly 


Glu 


Asn 


He 


Gly 


Val 


Ala 


Gin 


Met 


Ala 


Pro 


E- - > 


1118 5 




1090 








<^1095 








tr 1100 










11187 


His 


Arg 
































11188 


1105 
































22021 


<210> SEQ ID NO 


: 221 


5 






















22022 


<211> LENGTH: 1274 






















2202 3 


<212> TYPE: 


PRT 




























22024 


<213> ORGANISM: 


Corynebacterium 


glut ami cum 




\l 










22026 


<4 00> SEQUENCE: 


226 


























22027 


Leu 


Trp 


Asp 


Val 


Leu 


Glu 


Ser 


Val 


Ala 


Ser 


Thr 


Tyr 


Pro 


Glu 


Ala 


Ala 




22028 


1 








5 










10 










15 






22030 


Ala 


He 


Asp 


Asp 


Gly 


Gin 


Val 


Leu 


Thr 


Tyr 


Ala 


Glu 


Leu 


Met 


Glu 


Glu 




22031 








20 










25 










30 








2203 3 


Val 


Thr 


Ala 


Leu 


Ala 


Asp 


Ser 


He 


His 


Ala 


Gin 


Gly 


lie 


Arg 


Arg 


Gly 




22034 






35 










40 










45 










22036 


Asp 


Arg 


He 


Gly 


He 


Arg 


Met 


Pro 


Ser 


Gly 


Thr 


Arg 


Asp 


Leu 


Tyr 


He 




220^7 




50 










55 










60 












2203 9 


Ala 


He 


Leu 


Ala 


Thr 


Leu 


Ala 


Ala 


Gly 


Ala 


Ala 


Tyr 


Val 


Pro 


Val 


Asp 




22040 


65 










70 










75 










80 




22042 


Ala 


Asp 


Asp 


Pro 


Glu 


Glu 


Arg 


Ala 


Glu 


Met 


Val 


Phe 


Gly 


Glu 


Ala 


Asn 




2204 3 










85 










90 










95 






2204 5 


He 


Asn 


Ala 


Leu 


Phe 


Asp 


Ala 


Thr 


Gly 


Phe 


His 


Met 


Leu 


Arg 


Pro 


Thr 




2204 6 








100 










105 










110 








2204 8 


Ala 


Gly 


Gly 


Asp 


Thr 


Arg 


Arg 


Pro 


Arg 


Leu 


Asp 


Asp 


Thr 


Ala 


Trp 


He 




2204 9 






115 










120 










125 










22051 


He 


Phe 


Thr 


Ser 


Gly 


Ser 


Thr 


Gly 


Lys 


Pro 


Lys 


Gly 


Val 


Ala 


Val 


Ser 




22052 




130 










135 










140 












22054 


His 


Arg 


Ser 


Ala 


Ala 


Ala 


Phe 


Val 


Asp 


Ala 


Glu 


Ala 


Gin 


Met 


Phe 


Leu 




22055 


145 










150 










155 










160 




220 57 


Val 


Asp 


His 


Pro 


Ser 


Gly 


Pro 


Leu 


Gly 


Pro 


Glu 


Asp 


Arg 


Val 


Leu 


Ala 




22058 










165 










170 










175 






22060 


Gly 


Leu 


Ser 


Val 


Ala 


Phe 


Asp 


Ala 


Ser 


Cys 


Glu 


Glu 


Met 


Trp 


Leu 


Ala 




22061 








180 










185 










190 








22063 


Trp 


Gly 


His 


Gly 


Ala 


Cys 


Leu 


Val 


Pro 


Ala 


Pro 


Arg 


Ser 


Leu 


Val 


Arg 




22064 






195 










200 










205 










22066 


Ser 


Gly 


Met 


Asp 


Leu 


Gly 


Pro 


Trp 


Leu 


He 


Arg 


Arg 


Asp 


He 


Ser 


Val 




22067 




210 










215 










220 












22069 


Val 


Ser 


Thr 


Val 


Pro 


Thr 


Leu 


Ala 


Gly 


Leu 


Trp 


Pro 


Ala 


Glu 


Ala 


Leu 




22070 


225 










230 










235 










240 




22072 


Ser 


Gin 


Val 


Arg 


Leu 


Leu 


He 


Val 


Gly 


Gly 


Glu 


Ala 


Cys 


Ser 


Gin 


Glu 




22073 










245 










250 










255 






22075 


Leu 


Val 


Glu 


Arg 


Leu 


Ser 


Thr 


Pro 


Asp 


Arg 


Glu 


Val 


Trp 


Asn 


Thr 


Tyr 




22076 








260 










265 










270 
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zzu/o 


Gly 


Pro 


Thr 


GlU 


Ala 


Thr 


Val 


Val 


■ft i _ 
Ala 


Cys 


Gly 


Thr 


Gin 


Leu 


Tyr 


Ala 


i y 






2 1 D 










280 










285 








z^Uol 


Gly 


bin 


Pro 


Val 


Gly 


He 


Gly 


Leu 


Pro 


Leu 


Ala 


Gly 


Trp 


Asp 


Leu 


Val 






O O A 

2 y i) 










295 










300 










22084 


val 


val 


Asp 


Asp 


Ala 


Gly 


Glu 


Pro 


Val 


Gly 


He 


Gly 


Glu 


Val 


Gly 


Glu 


2z U o ~> 


one 

J U 0 










310 










315 










320 


^zUo / 


Leu 


Val 


T 1 . 

lie 


Gly 


Gly 


Val 


Gly 


Leu 


Ala 


Arg 


Tyr 


Leu 


Asp 


Pro 


Glu 


Lys 


"~i "~i /^i o o 

220oo 










325 










330 










335 




n a n n 


Asp 


Arg 


Glu 


Lys 


Tyr 


Ala 


Pro 


Leu 


Lys 


Ser 


Val 


Gly 


Trp 


Thr 


Arg 


Ala 


2209 i 








3 4 0 










34 5 










350 






2zuy j 


Tyr 


Arg 


Ser 


Gly 


Asp 


His 


Val 


Arg 


Leu 


Glu 


Glu 


Asp 


Gly 


Leu 


Tyr 


Phe 


22094 






3 55 










360 










365 








22096 


Val 


Gly 


Arg 


Val 


Asp 


Asp 


Gin 


Val 


Lys 


He 


Gly 


Gly 


Arg 


Arg 


He 


Glu 


2209/ 




3 70 










375 










380 










Tin An 

22uy y 


Leu 


Gly 


Glu 


Val 


Asp 


Ala 


Asn 


Val 


Ala 


Ala 


Leu 


Ser 


Asn 


Val 


Arg 


Ser 


22100 


3 85 










3 90 










39 5 










400 


22102 


Ser 


Ala 


Val 


Val 


Val 


Gin 


Thr 


Thr 


Gly 


Ala 


Asp 


Gin 


L ys 


Val 


Leu 


Val 


22103 










4 05 










410 










415 




22105 


7\ "1 _ 

Ala 


Tyr 


Val 


Ser 


Leu 


Glu 


Asp 


Ala 


Ala 


Ala 


Gly 


Phe 


Asp 


His 


Asn 


Val 


22106 








4 20 










425 










430 






2 1U 0 


Ala 


Thr 


Ala 


Arg 


Leu 


Thr 


Glu 


Thr 


Met 


Pro 


Ala 


Ala 


Leu 


Val 


Pro 


Arg 


22109 






435 










440 










445 








22111 


lie 


His 


Val 


Met 


Asp 


Asp 


Leu 


Pro 


Val 


Thr 


Thr 


Ser 


Gly 


Lys 


Val 


Asp 


22112 




450 










455 










4 60 










22114 


Lys 


Lys 


Ser 


Leu 


Pro 


Trp 


Pro 


Leu 


Pro 


Gly 


Thr 


Val 


Val 


Glu 


Ala 


Asn 


2 2115 


4 65 










470 










475 










480 


22117 


Asp 


Leu 


Ser 


Ala 


Thr 


Glu 


Ala 


Trp 


He 


Ala 


Gin 


Glu 


Trp 


Val 


Asp 


He 


22118 










4 85 










490 










495 




22120 


Leu 


Gly 


Thr 


Ser 


Val 


Ser 


Ser 


Lys 


Asp 


Ala 


Asp 


Phe 


Phe 


Ser 


Leu 


Gly 


22121 








500 










505 










510 






2212 3 


Gly 


Thr 


Ser 


Leu 


Ala 


Ala 


Ala 


Thr 


Leu 


Val 


Gly 


Arg 


Val 


Arg 


Ala 


Lys 


22124 






515 










520 










525 








22126 


Val 


Pro 


Thr 


Ala 


Ala 


Val 


Arg 


Asp 


Leu 


Tyr 


Asp 


His 


Pro 


Arg 


Leu 


Glu 


22127 




530 










535 










540 










2212 9 


Lys 


Phe 


Ala 


Glu 


Arg 


Val 


Glu 


Ala 


He 


Ala 


Ala • 


Asp 


Thr 


Gly 


He 


Ser 


22130 


54 5 










550 










555 










560 


/ <(■ 1 j z 


Leu 


Pin 


Aia 


Pro 


Asn 


Lii n 


vai 


Glu 


GlU 


Arg 


vai 


Val 


Lys 


Pro 


Val 


Ser 


22133 










565 










570 










575 




22135 


Phe 


Gly 


Thr 


Arg 


Val 


Met 


Gin 


Thr 


Leu 


He 


Gin 


He 


Pro 


He 


Met 


Thr 


22136 








580 










585 










590 






22138 


Leu 


Gin 


Ala 


Ala 


Gin 


Trp 


He 


Ala 


Trp 


Leu 


Leu 


Leu 


Gly 


Asn 


Asn 


He 


22139 






595 










600 










605 








22141 


Met 


Ala 


Ala 


Leu 


Asp 


Phe 


Asp 


Trp 


Ala 


Val 


His 


Val 


Ser 


Trp 


Trp 


Leu 


22142 




610 










615 










620 










22144 


Val 


He 


Gly 


Met 


He 


Leu 


Val 


Phe 


Ala 


Thr 


Pro 


He 


Gly 


Arg 


Leu 


Pro 


22145 


625 










630 










635 










640 


22147 


He 


Gly 


Gly 


Trp 


Gly 


Ala 


Arg 


He 


He 


Thr 


Arg 


Gly 


He 


Thr 


Pro 


Gly 


22148 










645 










650 










655 




22150 


Ser 


Tyr 


Pro 


Arg 


Gly 


Gly 


Ser 


Thr 


His 


Leu 


Arg 


He 


Trp 


Ser 


Ala 


Glu 
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22151 660 665 670 

22153 Arg Leu Ala Asp Ala Ser Gly Ser Arg Asn lie Ser Gly Ala 

22154 675 680 685 

22156 Val Asn Tyr Phe Ala Arg Ser Leu Gly Val Lys Met Gly Lys 

22157 690 695 700 

22159 Asp Leu His Ser Leu Pro Pro He Thr Gly Leu Leu Thr Leu 

22160 705 710 715 

22162 Asn Val Ser He Glu Gin Glu Val Asp Leu Arg Gly Tyr Trp 

22163 725 730 

22165 Gly Asp He Leu Arg Val Gly Thr He Glu Val His Asp Asn 

22166 740 745 750 

22168 He Gly Ala Arg Ser Thr Leu Leu Pro Gly Thr Val Val Gly 

22169 755 760 765 

22171 Ala His Leu Leu Pro Gly Ser Thr Val Thr Gly Asp Lys Thr 

22172 770 775 780 

22174 Pro Gly Ser Arg Trp Ala Gly Ser Pro Ala Gin Lys Val Gly 

22175 785 790 795 

2217 7 Lys His Arg Phe Pro Thr Ser His Pro Pro Arg Arg Ser Arg 
22178 805 810 

22180 Pro Val Phe Gly Ala Thr Ser He Val Leu Ser Leu Leu Pro 

22181 820 825 830 

22183 Ala Leu Ala He Gly Ala Ala He Thr Leu Trp Leu Ala Thr 

22184 835 840 845 

22186 Pro Leu Pro Leu He Trp Gly Val Leu Val Phe Ala Thr Val 

22187 850 855 860 

22189 Leu Ala Ala Phe Phe Ala Tyr Thr Val Thr lie Trp Val Leu 

22190 865 870 875 

22192 Leu He Gin He Gly He Lys Gly Gly Thr Ala Pro Val Arg 

22193 885 890 

22195 Leu Gly Trp Gin Val Trp Ala Val Gin Arg Leu Met Asp Asp 

22196 900 905 910 

22198 Thr Tyr Leu Phe Pro Leu Tyr Ala Ser Gin Leu Thr Pro Leu 

22199 915 920 925 

22201 Arg Ser Leu Gly Ala Lys He Gly Lys' Asp Val Glu He Ser 

22202 930 935 . 940 

22204 Val Met Val Pro Lys Leu Ala Asp He Arg Glu Gly Ala Phe 

22205 945 950 955 

22207 Asp Asp Thr Leu He Gly Gly Tyr Glu Leu Gly Asn Gly Trp 

22208 965 970 

22210 Ser Gly Glu Thr Arg Val Gly Lys Arg Ser Phe He Gly Asn 

22211 980 985 990 
22213 He Ala Gly Pro Glu Arg Lys Leu Ala Lys Asn Ser Leu Val 

E--> 22214 995 1000 ^-1005 

22216 Leu Ser Ser Thr Pro Lys Lys Ala Lys Ala Asn Ser Asn Trp 

E--> 22217 1010 6rl015 £-1020 

22219 Ser Pro Pro Glu Arg Met Arg Arg Val Thr Val Glu Val Asp 

E--> 22220 1025 ^1030 <£-1035 

22222 Glu Ala Lys Thr Tyr Ser Pro Gly Phe Gly Val Lys Phe Ala 

E--> 22223 1045 6-1050 



Thr Trp 

Gly Val 

Gly Asn 
720 

Leu Asp 
735 

Ala Arg 

Thr Gly 

He Lys 

Arg Ala 
800 
Trp Val 
815 

Leu Gin 

He Ser 

Gly Ala 

Val Arg 
880 
Ser Arg 
895 

Ala Arg 

Trp Phe 

Thr Ala 

Leu Ala 
960 
Leu Leu 
975 

Ser Gly 

Ala Val 

Trp Gly 

Glu Gly 

Arg Gly 
(—1055 
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2222 5 


Ala 


Val 


Glu 


Thr 


Ala 


A.rg 


Leu 


Leu 


Ala 


Pro 


lie 


Thr 


Ser 


Gly 


Val 


Leu 


E- 


- > 


22226 








1060 








<^1065 








6- 1070 










Ala 


Ala 


Leu 


Ser 


Leu 


Leu 


Leu 


Met 


Gin 


Tyr 


Leu 


Leu 


Thr 


Glu 


Phe 


Asn 


E- 


- > 


22229 






1075 








^1080 








<^1085 










222 3 1 


Met 


Trp 


He 


Thr 


Trp 


Leu 


Leu 


Gly 


Gly 


Leu 


He 


Leu 


Met 


Thr 


Val 


Gly 


E- 


-> 


22232 




1090 








^1095 








£-1100 












22234 


Val 


Leu 


Ala 


Met 


Gly 


He 


Thr 


Val 


Val 


Met 


Lys 


Trp 


Val 


Cys 


Val 


Gly 


E- 


- > 


22235 


1105 








^1110 








4r 1115 








\iZO 






22237 


Lys 


His 


Lys 


Pro 


Ser 


Glu 


His 


Pro 


Leu 


Phe 


Ser 


Arg 


Phe 


Val 


Trp 


Leu 


E- 


-> 


22238 










1125 








1130 








1135 






22240 


Asn 


Glu 


Leu 


Gin 


Asp 


Ala 


Phe 


Val 


Glu 


Ser 


Val 


Ala 


Gly 


Pro 


Trp 


Phe 


E- 


- > 


22241 








1140 








1145 








1150 








2224 3 


Leu 


Val 


Pro 


Asn 


Leu Gly 


Thr 


Gly 


Ala 


Leu 


Asn 


Ala 


Gly 


Met 


Ser 


Ala 


E- 


- > 


22244 






1155 








1160 








1165 










22246 


Leu 


Gly 


Ala 


His 


He 


Gly Arg 


Gly 


Ala 


Trp 


He 


Glu 


Ser 


Tyr 


Trp 


Leu 


E- 


- > 


22247 




1170 








1175 








1180 












22249 


Pro 


Glu 


Thr 


Asp 


Leu 


Cys 


Tyr 


He 


Gly 


Lys 


Gly 


Ala 


Thr 


Val 


Gly 


Pro 


E- 


-> 


22250 


1185 








1190 








1195 














22252 


Gly 


Val 


Val 


Val 


Gin 


Thr 


His 


Leu 


Phe 


Gin 


Asp 


Arg 


Val 


Met 


Ser 


Leu 


E- 


- > 


22253 










1205 








1210 








1215 






22255 


Asp 


Thr 


Val 


Thr 


Val 


Ala 


Asp 


Gly 


Ala 


Thr 


Leu 


Ala 


Asp 


His 


Ser 


Val 


E- 


-> 


22256 








1220 








1225 








1230 








22258 


Ala 


Leu 


Pro 


Ala 


Ser 


Leu 


He 


Asp 


Ala 


Ser 


Ala 


Thr 


He 


Gly 


Pro 


Gly 


E- 


- > 


22259 






1235 








1240 








1245 










22261 


Ser 


Leu 


Val 


Met 


Arg 


Gly 


Asp 


Lys 


Val 


Pro 


Ala 


His 


Thr 


Arg 


Trp 


Gin 


E- 


-> 


22262 




1250 








1255 








1260 












22264 


Gly 


Asn 


Pro 


He 


Glu 


Pro 


Trp 


Ser 


Asn 


Ser 


















22265 


1265 








1270 
























22606 


<210> SEQ ID NO: 


: 22i 


3 


























22607 


<211> LENGTH: 1274 


















( 










22608 


<212> TYPE: 


PRT 






























22609 


<213> ORGANISM: 


Corynebacterium 


glutamicum 
















22611 


<400> SEQUENCE: 


228 




























22612 


Leu 


Trp 


Asp 


Val 


Leu 


Glu 


Ser 


Val 


Ala 


Ser 


Thr 


Tyr 


Pro 


Glu 


Ala 


Ala 






22613 


1 








5 










10 










15 








22615 


Ala 


lie 


Asp 


Asp 


Gly 


Gin 


Val 


Leu 


Thr 


Tyr 


Ala 


Glu 


Leu 


Met 


Glu 


Glu 






22616 








20 










25 










30 










22618 


Val 


Thr 


Ala 


Leu 


Ala 


Asp 


Ser 


He 


His 


Ala 


Gin 


Gly 


lie 


Arg 


Arg 


Gly 






22619 






35 










40 










45 












22621 


Asp 


Arg 


He 


Gly 


He 


Arg 


Met 


Pro 


Ser 


Gly 


Thr 


Arg 


Asp 


Leu 


Tyr 


He 






22622 




50 










55 










60 














22624 


Ala 


lie 


Leu 


Ala 


Thr 


Leu 


Ala 


Ala 


Gly 


Ala 


Ala 


Tyr 


Val 


Pro 


Val 


Asp 






22625 


65 










70 










75 










80 






22627 


Ala 


Asp 


Asp 


Pro 


Glu 


Glu 


Arg 


Ala 


Glu 


Met 


Val 


Phe 


Gly 


Glu 


Ala 


Asn 






22628 










85 










90 










95 








22630 


lie 


Asn 


Ala 


Leu 


Phe 


Asp 


Ala 


Thr 


Gly 


Phe 


His 


Met 


Leu 


Arg 


Pro 


Thr 






22631 








100 










105 










110 










22633 


Ala 


Gly 


Gly 


Asp 


Thr 


Arg 


Arg 


Pro 


Arg 


Leu 


Asp 


Asp 


Thr 


Ala 


Trp 


He 






22634 






115 










120 










125 
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22636 
22637 



lie Phe Thr Ser 
130 



Gly 



Ser Thr 
135 



Gly Lys Pro 



Lys Gly Val 
140 



Ala 



Val 



Ser 



22639 His Arg Ser Ala Ala Ala Phe Val Asp Ala Glu Ala Gin Met Phe Leu 

22640 145 150 155 160 

22642 Val Asp His Pro Ser Gly Pro Leu Gly Pro Glu Asp Arg Val Leu Ala 

22643 165 170 175 

22645 Gly Leu Ser Val Ala Phe Asp Ala Ser Cys Glu Glu Met Trp Leu Ala 

22646 180 185 190 

22648 Trp Gly His Gly Ala Cys Leu Val Pro Ala Pro Arg Ser Leu Val Arg 

22649 195 200 205 

22651 Ser Gly Met Asp Leu Gly Pro Trp Leu lie Arg Arg Asp He Ser Val 

22652 210 215 220 

22654 Val Ser Thr Val Pro Thr Leu Ala Gly Leu Trp Pro Ala Glu Ala Leu 

22655 225 230 235 240 

22657 Ser Gin Val Arg Leu Leu He Val Gly Gly Glu Ala Cys Ser Gin Glu 

22658 245 250 255 

22660 Leu Val Glu Arg Leu Ser Thr Pro Asp Arg Glu Val Trp Asn Thr Tyr 

22661 260 265 270 

22663 Gly Pro Thr Glu Ala Thr Val Val Ala Cys Gly Thr Gin Leu Tyr Ala 

22664 275 280 285 

22666 Gly Gin Pro Val Gly He Gly Leu Pro Leu Ala Gly' Trp Asp Leu Val 

22667 290 295 300 

22669 Val Val Asp Asp Ala Gly Glu Pro Val Gly He Gly Glu Val Gly Glu 

22670 305 310 315 320 

22672 Leu Val He Gly Gly Val Gly Leu Ala Arg Tyr Leu Asp Pro Glu Lys 

22673 325 330 335 

22675 Asp Arg Glu Lys Tyr Ala Pro Leu Lys Ser Val Gly Trp Thr Arg Ala 

22676 340 345 350 

22678 Tyr Arg Ser Gly Asp His Val Arg Leu Glu Glu Asp Gly Leu Tyr Phe 

22679 355 360 365 

22681 Val Gly Arg Val Asp Asp Gin Val Lys He Gly Gly Arg Arg He Glu 

22682 370 375 380 

22684 Leu Gly Glu Val Asp Ala Asn Val Ala Ala Leu Ser Asn Val Arg Ser 

22685 385 390 395 400 

22687 Ser Ala Val Val Val Gin Thr Thr Gly Ala Asp Gin Lys Val Leu Val 

22688 405 410 415 

22690 Ala Tyr Val Ser Leu Glu Asp Ala Ala Ala Gly Phe Asp His Asn Val 

22691 420 425 430 

22693 Ala Thr Ala Arg Leu Thr Glu Thr Met Pro Ala Ala Leu Val Pro Arg 

22694 435 440 445 

22696 He 'His Val Met Asp Asp Leu Pro Val Thr Thr Ser Gly Lys Val Asp 

22697 450 455 460 

22699 Lys Lys Ser Leu Pro Trp Pro Leu Pro Gly Thr Val Val Glu Ala Asn 

22700 465 470 475 480 

22702 Asp Leu Ser Ala Thr Glu Ala Trp He Ala Gin Glu Trp Val Asp lie 

22703 485 490 495 

22705 Leu Gly Thr Ser Val Ser Ser Lys Asp Ala Asp Phe Phe Ser Leu Gly 

22706 500 505 510 

22708 Gly Thr Ser Leu Ala Ala Ala Thr Leu Val Gly Arg Val Arg Ala Lys 
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22709 



515 



520 



525 



7 7 7 1 1 
ZZ / 1 1 


va i 


Pro 


Thr 


Ala 


7V 1 ~ 

Ala 


Val 


Arg 


Asp 


Leu 


Tyr 


Asp 


His 


Pro 


Arg 


Leu 


Glu 


Z Z 1 X Z 














C Q C 

D J 7 










C A A 

74 U 










7 7 7 1 A 
Z Z 1 1 4 


Lys 


r ne 


Ala 

Ala 


blU 


Arg 


val 


GiU 


Ala 


Ti- 
ne 


Ala 


Ala 


Asp 


Thr 


Gly 


He 


Ser 


ZZ / 10 


R A ^ 
74 J 










c: cr A 










55 5 










560 


7 7 7 17 
Z Z / 1 / 


Leu 


blU 


Ala 


Pro 


Asn 


Gin 


Val 


Glu 


Glu 


Arg 


Val 


Val 


Lys 


Pro 


Val 


Ser 


7 7 7 1 ft 
Z Z 1 J. O 










^ s ^ 

JO J 










c 1 a 
7 / U 










575 




7 7 7 7 A 

Z Z I z u 




bly 


Thr 


Arg 


val 


Met 


Gin 


Thr 


Leu 


He 


Gin 


He 


Pro 


He 


Met 


Thr 


7 7 7 71 
Z Z f Z 3. 


















f; o c 
7 0 7 










C A A 

590 






7 7 7 7 7 

Z Z 1 Z 5 


Leu 


bin 


Ala 


Ala 


Gin 


Trp 


He 


Ala 


Trp 


Leu 


Leu 


Leu 


Gly 


Asn 


Asn 


lie 


7 7 7 1 /I 






c n e: 

o y o 










600 










605 








7 7 7 7 £ 
ZZ / Z O 


Met 


Ala 


Ala 


Leu 


Asp 


Phe 


Asp 


Trp 


Ala 


Val 


His 


Val 


Ser 


Trp 


Trp 


Leu 


7 7 7 7 7 
Z Z i Z ! 




(Tin 










O 1 7 










620 










7 7 "7 7 Q 

zz / zy 


Val 


i le 


Gly 


Met 


He 


Leu 


Val 


Phe 


Ala 


Thr 


Pro 


He 


Gly 


Arg 


Leu 


Pro 


7 7 7 "3 n 


(TOR 

Dz J 










£ro a 










C O tz 

bib 










64 0 


7 7 7 "5 7 

ZZ i 6 Z 


lie 


bly 


bly 


Trp 


Gly 


Ala 


Arg 


He 


He 


Thr 


Arg 


Gly 


He 


Thr 


Pro 


Gly 


ZZ / jj 










64 5 










650 










655 




z z / J 7 


Ser 


Tyr 


Pro 


Arg 


Gly 


Gly 


Ser 


Thr 


His 


Leu 


Arg 


He 


Trp 


Ser 


Ala 


Glu 


7 7 7 '3 £ 
Z / J O 








C C A 

b bU 










665 










670 






z^/jo 


Arg 


Leu 


Ala 


Asp 


Ala 


Ser 


Gly 


Ser 


Arg 


Asn 


lie 


Ser 


Gly 


Ala 


Thr 


Trp 


7 7 7 1 G 

z z / j y 






C *7 c: 










680 










685 








z z / 4 1 


vai 


Asn 


Tyr 


Phe 


Ala 


Arg 


Ser 


Leu 


Gly 


Val 


Lys 


Met 


Gly 


Lys 


Gly 


Val 


z z / 4 z 




d y u 










695 










700 










7 7 7 ^ /I 

z z / 4 4 


Asp 


Leu 


His 


Ser 


Leu 


Pro 


Pro 


lie 


Thr 


Gly 


Leu 


Leu 


Thr 


Leu 


Gly 


Asn 


7 7 "7 /t c: 

z^/4b 


/Ob 










710 










715 










720 


22747 


Asn 


Val 


Ser 


He 


Glu 


Gin 


Glu 


Val 


Asp 


Leu 


Arg 


Gly 


Tyr 


Trp 


Leu 


Asp 


2 2748 










725 










730 










735 




22750 


Gly 


Asp 


He 


Leu 


Arg 


Val 


Gly 


Thr 


He 


Glu 


Val 


His 


Asp 


Asn 


Ala 


Arg 


22751 








740 










745 










750 






2 2753 


lie 


Gly 


Ala 


Arg 


Ser 


Thr 


Leu 


Leu 


Pro 


Gly 


Thr 


Val 


Val 


Gly 


Thr 


Gly 


7 7 *7 C /I 
Z Z / 74 






7 55 










760 










765 








7 7 "7 C /C 
/ JO 


Ala 


His 


Leu 


Leu 


Pro 


Gly 


Ser 


Thr 


Val 


Thr 


Gly 


Asp 


Lys 


Thr 


lie 


Lys 


Z Z / D / 




/ / U 










775 










780 










2 27 59 


Pro 


Gly 


Ser 


Arg 


Trp 


Ala 


Gly 


Ser 


Pro 


Ala 


Gin 


Lys 


Val 


Gly 


Arg 


Ala 


7 7 7 £ n 
zz/DU 


70c; 










790 










795 










800 


22762 


Lys 


His 


Arg 


Phe 


Pro 


Thr 


Ser 


His 


Pro 


Pro 


Arg 


Arg 


Ser 


Arg 


Trp 


Val 


22763 










805 










810 










815 




22765 


Pro 


Val 


Phe 


Gly 


Ala 


Thr 


Ser 


He 


Val 


Leu 


Ser 


Leu 


Leu 


Pro 


Leu 


Gin 


22766 








820 










825 










830 






22768 


Ala 


Leu 


Ala 


He 


Gly 


Ala 


Ala 


He 


Thr 


Leu 


Trp 


Leu 


Ala 


Thr 


He 


Ser 


22769 






835 










840 










845 








22771 


Pro 


Leu 


Pro 


Leu 


He 


Trp, Gly 


Val 


Leu 


Val 


Phe 


Ala 


Thr 


Val 


Gly 


Ala 


22772 




850 










855 










860 










22774 


Leu 


Ala 


Ala 


Phe 


Phe 


Ala 


Tyr 


Thr 


Val 


Thr 


He 


Trp 


Val 


Leu 


Val 


Arg 


22775 


865 










870 










875 










880 


22777 


Leu 


He 


Gin 


He 


Gly 


He 


Lys 


Gly 


Gly 


Thr 


Ala 


Pro 


Val 


Arg 


Ser 


Arg 


22778 










885 










890 










895 




22780 


Leu 


Gly 


Trp 


Gin 


Val 


Trp 


Ala 


Val 


Gin 


Arg 


Leu 


Met 


Asp 


Asp 


Ala 


Arg 


22781 








900 










905 










910 
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RAW SEQUENCE LISTING DATE: 02/16/2001 

PATENT APPLICATION: US/09/6 03 , 124A TIME: 08:35:31 



E--> 
E--> 
E--> 
E--> 
E--> 
E-~> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E- - > 



22783 
22784 
22786 
22787 
22789 
22790 
22792 
22793 
22795 
22796 
22798 
22799 
22801 
22802 
22804 
22805 
22807 
22808 
22810 
22811 
22813 
22814 
22816 
22817 
22819 
22820 
22822 
22823 
22825 
22826 
22828 
22829 
22831 
22832 
22834 
22835 
22837 
22838 
22840 
22841 
22843 
22844 
22846 
22847 
22849 
22850 
41270 
41271 
41272 



Input Set : N:\jumbos\seqlistcorrected.txt 
Output Set: N:\CRF3\02162001\I603124A.raw 

Thr Tyr Leu Phe Pro Leu Tyr Ala Ser Gin Leu Thr Pro Leu Trp Phe 

915 920 925 

Arg Ser Leu Gly Ala Lys lie Gly Lys Asp Val Glu He Ser Thr Ala 

930 935 940 

Val Met Val Pro Lys Leu Ala Asp He Arg Glu Gly Ala Phe Leu Ala 
945 950 955 960 

Asp Asp Thr Leu He Gly Gly Tyr Glu Leu Gly Asn Gly Trp Leu Leu 

965 970 975 

Ser Gly Glu Thr Arg Val Gly Lys Arg Ser Phe He Gly Asn Ser Gly 

980 985 990 

He Ala Gly Pro Glu Arg Lys Leu Ala Lys Asn Ser Leu Val Ala Val 

995 1000 1005 

Leu Ser Ser Thr Pro Lys Lys Ala Lys Ala Asn Ser Asn Trp Trp Gly 

1010 1015 1020 

Ser Pro Pro Glu Arg Met Arg Arg Val Thr Val Glu Val Asp Glu Gly 
1025 1030 1035 1040 

Glu Ala Lys Thr Tyr Ser Pro Gly Phe Gly Val Lys Phe Ala Arg Gly 

1045 1050 1055 

Ala Val Glu Thr Ala Arg Leu Leu Ala Pro He Thr Ser Gly Val Leu 

1060 1065 1070 

Ala Ala Leu Ser Leu Leu Leu Met Gin Tyr Leu Leu Thr Glu Phe Asn 

1075 1080 1085 

Met Trp lie Thr Trp Leu Leu Gly Gly Leu He Leu Met Thr Val Gly 

1090 1095 1100 

Val Leu Ala Met Gly He Thr Val Val Met Lys Trp Val Cys Val Gly 
1105 1110 1115 1120 

Lys His Lys Pro Ser Glu His Pro Leu Phe Ser Arg Phe Val Trp Leu 

1125 1130 1135 

Asn Glu Leu Gin Asp Ala Phe Val Glu Ser Val Ala Gly Pro Trp Phe 

1140 1145 1150 

Leu Val Pro Asn Leu Gly Thr Gly Ala Leu Asn Ala Gly Met Ser Ala 

1155 1160 1165 

Leu Gly Ala His He Gly Arg Gly Ala Trp He Glu Ser Tyr Trp Leu 

1170 1175 1180 

Pro Glu Thr Asp Leu Cys Tyr He Gly Lys Gly Ala Thr Val Gly Pro 
1185 1190 1195 1200 

Gly Val Val Val Gin Thr His Leu Phe Gin Asp Arg Val Met Ser Leu 

1205 1210 1215 

Asp Thr Val Thr Val Ala Asp Gly Ala Thr Leu Ala Asp His Ser Val 

1220 1225 1230 

Ala Leu Pro Ala Ser Leu He Asp Ala Ser Ala Thr lie Gly Pro Gly 

1235 1240 1245 

Ser Leu Val Met Arg Gly Asp Lys Val Pro Ala His Thr Arg Trp Gin 

1250 1255 1260 

Gly Asn Pro He Glu Pro Trp Ser Asn Ser 
1265 1270 
<210> SEQ ID NO: 480 
<211> LENGTH: 17 
<212> TYPE: DNA 
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RAW SEQUENCE LISTING DATE : 02/16/2001 

PATENT APPLICATION: US/09/60 3 , 124A TIME: 08:35:34 

Input Set : N:\jumbos\seqlistcorrected.txt 
Output Set: N:\CRF3\02162001\I603124A.raw 

41273 <213> ORGANISM: Artificial Sequence 

41275 <220> FEATURE: 

41276 <223> OTHER INFORMATION: Description of Artificial Sequence: primer 
41278 <400> SEQUENCE: 480 

E--> 41279 gtaaaacgac ggccagt 



Oil 
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VERIFICATION SUMMARY DATE: 02/16/2001 

PATENT APPLICATION: US/0 9/603 , 124A TIME: 08:35:35 



Input Set : N:\jumbos\seqlistcoxrected.txt 
Output Set: N:\CRF3\02162001\I603124A.raw 

L:74 M:288 W: Application Number is Repeated, <150> PRIOR APPLICATION NUMBER 

L: 10945 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 113 

L: 10949 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 113 

L: 10953 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 113 

L: 10957 M:336 W: Invalid Amino Acid Number- in Coding Region, SEQ ID: 113 

L: 10961 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 113 

L: 10965 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 113 

L: 10969 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 113 

L: 11167 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 114 

M:332 Repeated in SeqNo=114 
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Invalid 
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Number 
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, SEQ 


ID 
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E: 


(32) Invalid/Missing Amino Acid Numbering, 


SEQ ID:226 


M: 


:3 32 Repeated in SeqNo-226 


















L: 


: 22535 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


: 227 


L: 


:22539 


M : 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region , 


SEQ 


ID: 


: 227 


L: 


22543 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region , 


SEQ 


ID: 


: 227 


L: 


22547 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region , 


SEQ 


ID: 


227 


L: 


22551 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region , 


SEQ 


ID: 


227 


L: 


22555 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


227 


L: 
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(32) Invalid/Missing Amine 


' Acid Numbering, 


SEQ ID:228 



M:332 Repeated in SeqNo=228 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/60 3 , 1 24A 



DATE: 02/16/2001 
TIME: 08 : 35:35 



Input Set : N:\Jumbos\seqlistcGrrected.txt 
Output Set: N:\CRF3\02162001\I603124A.raw 



L:29130 M:341 W: (46) 
L:34108 M:341 W: (46) 
L: 37083 M: 341 W: (46) 
L:37125 M:341 W: ' (46) 
L: 37127 M:341 W: (46) 



"n" or "Xaa" used, for SEQ ID# : 315 

"n" or "Xaa" used, for SEQ ID# : 387 

"n" or "Xaa" used, for SEQ ID# : 425 

"n" or n Xaa n used, for SEQ ID* : 427 

" n " or "Xaa" used, for S-EQ ID#:427 



L:41279 M:254 E: No. of Bases conflict, LENGTH : Input : 18 Counted: 17 SEQ: 480 



' -t. ■ ■ 
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